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ProteinDigester

1. Overview

This application digests fasta proteins and return peptide digests (sequence, molecular weight
and isoelectric point).

2. Usage
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ProteinDigester

3. Example

4. Releases
Thelatest version isv1.22 - Download app.

4.1. Rel1.22

Bug fixed Fasta header manager bug fixed

4.2.Rell.2

Bug fixed --max-missed-cleavage feature was not working
properly

43.Rell.l

Bug fixed parameter "output" defined in
"your-params.properties" was not well set in
ProteinDigester -i "your-params.properties”
<fasta>.
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../resources/src/dig.properties
../resources/jar/ProteinDigester-1.22.jar
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