Dig2MZ

Table of contents

L OVEIVIEIW. ...t etee et et e et e et e e e e e beesateeabeeeaseeaseeease e beeeaseeseesaseeseeaaseeseesateenseeannenneesn 2
P L o PR 2
Kl T 1] L= PSSR 3
A REIBASES......cee ettt et e re et e et e aaeeteaaeenreereereaneereas 4

AL REIL2L....oee ettt b e b naenne e 5

A2 REIL L ..ot b ettt n b nrenne e 5




Dig2mMZ

1. Overview
This application digests fasta proteins and reports all peak's mz, charge and other infos.

2. Usage
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Dig2MZ

3. Example
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../resources/src/dig2mz_test.properties

Dig2mMZ

4. Releases

Thelatest version isv1.21 - Download app and the default propertiesfile.
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../resources/jar/Dig2MZ-1.21.jar
../resources/src/dig2mz_default.properties

Dig2Mz

4.1. Rel1.21
Bug Fix In missed cleavages mode, modified peptides
had weird position shifts.
New New --cyscam option. The CysCAM fixed
modification is now optional.
New New output field "Mods" that give the number of
modifications of the peptide digests.
4.2. Rell.l
New Add two new options to define an interval over
mzs pep-mz-lower-filter (-I) and
pep-mz-upper-filter (-u)
Change Change option name for peptide length filter '-I
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